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Sequencer Read 
Length 

(bp) 

Accuracy Reads Advantage 

Illumina 50SE, 50PE 98% 3G High 
Coverage 

SOLiD 50+35bp 99.94% 1.2-
1.4M 

Accuracy 

Roche 454 700 99.9% 1M Read Length 

(Liu, et al., 2012) 















2 4 8 16 32 64 128 256

FAMA 10.324004 5.289642 3.559486 1.956424 1.325861 0.802171 0.561553 0.46627

Sequential 19.71975733 19.71975733 19.71975733 19.71975733 19.71975733 19.71975733 19.71975733 19.71975733
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Read 916191: Debaryomyces hansenii CBS767 




